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<210> 1 

<211> 22 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> fully synthetic DNA primer 



<220> 

<22l> misc_feature 
<222> (1) . . (22) 

<223> n = a or g or c or t w = a or ts = g or cr = g or a, y = t or 

<220> 

<221> exon 
<222> (1) . . (22) 

<223> fully synthetic DNA primer 
<400> 1 

tnw sng tng arg cng aya arg t 22 
Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
1 5 



<210> 2 

<211> 23 

<212> DNA 

<213> Artificial sequence 



<220> 
<223> 



fully synthetic DNA primer 



<220> 

<221> misc_f eature 

<222> (1)..(23) 

<223> n=a or g or c or tk = g or 



<220> 

<221> exon 

<222> (1) . . (23) 

<223> fully synthetic DNA primer 



<400> 2 

gcc atn gcc atn 

Ala Xaa Ala Xaa 

1 



ckr tgr tcr tc 
Xaa Xaa Xaa 
5 



<210> 3 

<211> 24 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> fully synthetic DNA primer 



<220> 

<221> exon 

<222> (1) . . (24) 

<223> fully synthetic DNA primer 



<400> 3 

gtg aaa gca gag 

Val Lys Ala Glu 

1 



cat tct gat age 
His Ser Asp Ser 
5 



<210> 4 

<211> 29 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> fully synthetic DNA primer 



<220> 

<221> exon 

<222> (1) . . (29) 

<223> fully synthetic DNA primer 



<400> 4 

ggc tgc tgt caa tgt cgc att gca gtt cc 29 
Gly Cys Cys Gin Cys Arg lie Ala Val 
1 5 



<210> 5 

<211> 32 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> fully synthetic DNA primer 



<220> 

<221> exon 
<222> (1) . . (32) 

<223> fully synthetic DNA primer 
<400> 5 

etc ttt cgc ate ctt etc aac tgg gaa ctt gc 32 
Leu Phe Arg lie Leu Leu Asn Trp Glu Leu 
15 10 



<210> 6 

<211> 1338 

<212> DNA 

<213> Eleusine indica 



<400> 6 
gegggegegg 


aggaggtggt 


gctgcagccc 


atcaaggaga 


tctccggcgt 


cgtgaagctg 


60 


ccggggtcca 


agtcgctctc 


caaccggatc 


ctcctgctct 


ccgccctcgc 


cgagggaaca 


120 


actgtggtgg 


ataacctttt 


aaacagtgag 


gacgtccact 


acatgetegg 


ggccctgaaa 


180 


accctcggac 


tctctgtgga 


ageggacaaa 


getgecaaaa gageggtagt 


tgttggctgt 


240 


ggtggcaagt 


tcccagttga 


gaaggatgcg 


aaagaggagg 


tgeagctett 


cttggggaat 


300 


gctggaactg 


caatgegate 


attgacagca 


geegtaactg 


ctgctggagg 


aaatgeaact 


360 


tatgtgcttg 


atggagtgcc 


aagaatgegg gagagaccca 


ttggcgactt 


ggttgtcgga 


420 


ttgaaacagc 


ttggtgcgga 


tgttgattgt 


ttccttggca 


ctgactgccc 


acctgttcgt 


480 


gtcaagggaa 


teggaggget 


acctggtggc 


aaggttaagt 


tatctggttc 


catcagcagt 


540 


cagtacttga 


gtgecttget 


gatggctget 


cctttagctc 


ttggggatgt 


ggagattgaa 


600 


atcattgata 


aactgatctc 


catcccttat 


gttgaaatga 


cattgagatt 


gatggagcgt 


660 



tttggcgtga aagcagagca ttctgatagc tgggacagat tctacatcaa gggaggtcaa 720 

aaatacaagt cccctaaaaa tgcctacgtg gaaggtgatg cctcaagtgc gagctatttc 780 

ttggctggtg ctgcaatcac tggagggact gtgactgttg aaggttgtgg caccaccagt 840 

ctgcagggtg atgtgaaatt tgccgaggta ctcgagatga tgggagcgaa ggttacatgg 900 

actgaaacta gcgtaactgt taccggtcca caacgtgagc catttgggag gaaacaccta 96 0 

aaagctattg atgttaacat gaacaaaatg cccgatgtcg ccatgactct tgccgtggtt 102 0 

gccctatttg ctgatggccc aactgctatc agagatgtgg cttcctggag agtaaaggag 1080 

accgagagga tggttgcaat ccggactgag ctaacaaagc tgggagcgtc ggtcgaggaa 1140 

ggactggact actgcattat cacaccgccc gagaagctga acgtaacggc catcgacacc 1200 

tacgatgacc acaggatggc catggccttc tccctcgccg cctgcgccga cgtgcctgtg 126 0 

accatccggg accccggctg cacccgcaag accttcccag actacttcga cgtgctgagc 1320 

actttcgtca agaactaa 1338 

<210> 7 
<211> 445 
<212> PRT 

<213> Eleusine indica 
<400> 7 



Val Val Lys Leu Pro Gly Ser Lys Ser Leu Ser Asn Arg lie Leu Leu 
20 25 30 

Leu Ser Ala Leu Ala Glu Gly Thr Thr Val Val Asp Asn Leu Leu Asn 
35 40 45 

Ser Glu Asp Val His Tyr Met Leu Gly Ala Leu Lys Thr Leu Gly Leu 
50 55 60 

Ser Val Glu Ala Asp Lys Ala Ala Lys Arg Ala Val Val Val Gly Cys 



Gly Gly Lys Phe Pro Val Glu Lys Asp Ala Lys Glu Glu Val Gin Leu 
85 90 95 



Phe Leu Gly Asn Ala Gly Thr Ala Met Arg Ser Leu Thr Ala Ala Val 
100 105 110 



Thr Ala Ala Gly Gly Asn Ala Thr Tyr Val Leu Asp Gly Val Pro Arg 
115 120 125 



Met Arg Glu Arg Pro lie Gly Asp Leu Val Val Gly Leu Lys Gin Leu 
130 135 140 



Gly Ala Asp Val Asp Cys Phe Leu Gly Thr Asp Cys Pro Pro Val Arg 
145 150 155 160 



Val Lys Gly lie Gly Gly Leu Pro Gly Gly Lys Val Lys Leu Ser Gly 
165 170 175 



Ser lie Ser Ser Gin Tyr Leu Ser Ala Leu Leu Met Ala Ala Pro Leu 
180 185 190 



Ala Leu Gly Asp Val Glu lie Glu lie lie Asp Lys Leu lie Ser lie 
195 200 205 



Pro Tyr Val Glu Met Thr Leu Arg Leu Met Glu Arg Phe Gly Val Lys 
210 215 220 



Ala Glu His Ser Asp Ser Trp Asp Arg Phe Tyr lie Lys Gly Gly Gin 
225 230 235 240 



Lys Tyr Lys Ser Pro Lys Asn Ala Tyr Val Glu Gly Asp Ala Ser Ser 
245 250 255 



Ala Ser Tyr Phe Leu Ala Gly Ala Ala lie Thr Gly Gly Thr Val Thr 
260 265 270 



Val Glu Gly Cys Gly Thr Thr Ser Leu Gin Gly Asp Val Lys Phe Ala 
275 280 285 



Glu Val Leu Glu Met Met Gly Ala Lys Val Thr Trp Thr Glu Thr Ser 
290 295 300 



Val Thr Val Thr Gly Pro Gin Arg Glu Pro Phe Gly Arg Lys His Leu 
305 310 315 320 



Lys Ala lie Asp Val Asn Met Asn Lys Met Pro Asp Val Ala Met Thr 
325 330 335 



Leu Ala Val Val Ala Leu Phe Ala Asp Gly Pro Thr Ala lie Arg Asp 
340 345 ' 350 



Val Ala Ser Trp Arg Val Lys Glu Thr Glu Arg Met Val Ala He Arg 
355 360 365 



Thr Glu Leu Thr Lys Leu Gly Ala Ser Val Glu Glu Gly Leu Asp Tyr 
370 375 380 



Cys He He Thr Pro Pro Glu Lys Leu Asn Val Thr Ala He Asp Thr 
385 390 395 400 



Tyr Asp Asp His Arg Met Ala Met Ala Phe Ser Leu Ala Ala Cys Ala 
405 410 415 



Asp Val Pro Val Thr He Arg Asp Pro Gly Cys Thr Arg Lys Thr Phe 
420 425 430 



Pro Asp Tyr Phe Asp Val Leu Ser Thr Phe Val Lys Asn 
435 440 445 



<210> 8 

<211> 56 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> fully synthetic DNA leader sequence 



<220> 

<221> 5'UTR 

<222> (1) . . (56) 

<223> fully synthetic DNA leader sequence 



<400> 8 

agatctccta gggcttaatt aattaagcac tagtcacaca ggaggtaatt catatg 



<211> 36 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> fully synthetic DNA sequence 



<220> 

<221> exon 
<222> (1) . . (36) 

<223> fully synthetic DNA sequence 
<400> 9 

gca att cca tat ggc ggg cgc gga gga ggt ggt get 
Ala lie Pro Tyr Gly Gly Arg Gly Gly Gly Gly Ala 
15 10 



<210> 10 

<211> 48 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> fully synthetic DNA sequence 



<220> 

<221> exon 
<222> (1) . . (48) 

<223> fully synthetic DNA sequence 
<400> 10 

gac tag gaa ttc tta gtt ctt ttg acg aaa gtg etc age acg teg aag 
Asp Glu Phe Leu Val Leu Leu Thr Lys Val Leu Ser Thr Ser Lys 

15 10 15 



<210> 11 

<211> 35 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Fully synthetic DNA sequence 



<220> 

<221> exon 

<222> (1) . . (35) 

<223> Fully synthetic DNA sequence 



<400> 11 



gca att cgc atg ccg ggc gcg gag gag gtg gtg ct 
Ala He Arg Met Pro Gly Ala Glu Glu Val Val 
15 10 



35 



<210> 12 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Fully synthetic DNA primer 



<220> 

<22l> exon 

<222> (1) . . (48) 

<223> Fully synthetic DNA primer 

<400> 12 

gac tag gaa ttc tta gtt ctt ttg acg aaa gtg etc age acg teg aag 48 

Asp Glu Phe Leu Val Leu Leu Thr Lys Val Leu Ser Thr Ser Lys 
1 5 10 15 



<210> 13 

<211> 26 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> fully synthetic DNA sequence 



<220> 

<221> exon 
<222> (1) . . (26) 

<223> fully synthetic DNA sequence 
<400> 13 

tgc aat ccg gac tga get aac aaa gc 26 
Cys Asn Pro Asp Ala Asn Lys 

1 5 



<210> 14 

<211> 26 

<212> DNA 

<213> Artificial 



sequence 



<220> 

<223> fully synthetic DNA sequence 



<220> 

<221> exon 
<222> (1) . . (26) 

<223> fully synthetic DNA sequence 
<400> 14 

act gca tta tea cac cgc ccg aga ag 
Thr Ala Leu Ser His Arg Pro Arg 
1 5 



<210> 15 

<211> 36 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> fully synthetic DNA sequence 



<220> 

<221> exon 
<222> (1) . . (36) 

<223> fully synthetic DNA sequence 
<400> 15 

eta agg ate etc tgt gec tgc etc atg aag aga gtt 
Leu Arg lie Leu Cys Ala Cys Leu Met Lys Arg Val 
15 10 



<210> 16 

<211> 36 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> fully synthetic DNA sequence 



<220> 

<221> exon 
<222> (1) . . (36) 

<223> fully synthetic DNA sequence 
<400> 16 

tga tct gca ggc aag tgt ctt ace ctt acc ctt ctg 
Ser Ala Gly Lys Cys Leu Thr Leu Thr Leu Leu 
15 10 



